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GRF Errors Corrected by the STIC Systems Branch , / J ! 

Changed a file from non-ASCII to ASClU I >i 8 E» ll IZ Verified by: / f ^ (STIC staff) 
Changed the margins in 6ases'wher-e 4he sequence text was Vrapped* down to the next line. 
Edited a format error in the Current Application Data section, spedfically: 

Edited the Cun-ent Application Data section with the actual current numt)er. The number inputted by the 
applicant was □ the prior application data; or □ other . 

Added the mandatory heading and subheadings for "Cunrent Application Data". 

Edited the 'Number of Sequences' field. The applicant spelled out a number Instead of using an integer. 
Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

Corrected the SEQ ID NO when obviously inconrect. The sequence numbers that were edited were: 

Inserted or corrected a nudeic number at the end of a nucleic line. SEQ ID NOs edited: 

Corrected subheading placement. All responses must be on the same line as each subheading. If the 
applicant placed a response below the subheading, this was moved to its appropriate place. 

Inserted colons after headings/subheadings. Headings edited included: . 
Deleted extra, invalid, headings used by an applicant, specifically: 

Deleted: □ non-ASCII "garbage" at the beginning/end of files; □ seaetary initials/filename at end of file; 
□ page numbers throughout text; □ other invalid text such as . 

Inserted mandatory headings, spedQcaily: , 

Corrected an obvious error in the response, specifically: 



□ 
□ 

□ 
□ 



Edited idejotifieis where upper case is used but lower case is required, or vice versa. 
Corrected an error in the Number of Sequences field, specifically: 

A "Hard Page Break' code was inserted by the applicant. All occurrences had to be deleted. 

Deleted ending stop codon in amino add sequences and adjusted the *(A)Length:" field accordingly (error 
due to a Patentin bug). Sequences con-ected: , 



Other: 



C^^y^jJ ^SXT? Z/S~/? yxJL^k 



^Examiner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. a^i^s 
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RAW SEQUENCE LISTING DATE: 02/16/2002 

PATENT APPLICATION: US/10/0 30,386 TIME: 14:58:00 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\02152002\J030386.raw 

3 <110> APPLICANT: Max-Planck-Gesellschaf t z. 

4 Prd d. Wissenschaften 

6 <120> TITLE OP INVENTION: Plants With Modified Gene Expression 
XV I , 8 <130> FILE REFERENCE: DEBE:005US 

ft:jl-^^0 <140> CURRENT APPLICATION NUMBER: US/10/030,386 
S*/^> 11 <140> CURRENT APPLICATION NUMBER: 2002-01-02 



13 <150> PRIOR APPLICATION NUMBER: DE 199 30 570.6 

14 <151> PRIOR PILING DATE: 1999-07-02 
16 <160> NUMBER OP SEQ ID NOS : 4 

18 <170> SOFTWARE: PatentIn Ver . 2.1 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 3389 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Arabidopsis thaliana 
2 5 <4 00> SEQUENCE: 1 

26 actagttgac cacatgaact aaacttcttg gacaatcatc aatggacaca tgttagcttt 60 

27 gatttgctgt gaatttgttt tatctctcag tataattatc actttcttgt ttatgcttac 120 

28 aatatatttt atggtttaga gttttgtttt acgattttgg atttaatgga taaagattag 180 

29 ggattgaggg tttgagttta gggtaaggaa attaggcttt agtgtagagt ctcaagggtt 24 0 

30 taaggtttac acaccacaaa ccatttgctt gtgtcaacaa cattgtatca tattttcaaa 300 

31 aaaattttgt tgaaggacct tgtattgata tatataaagc gaactgtttg gataagttta 360 

32 tgtggacaat atatattgga tacataatta gaaacatagt ttaatatctg atatttgttg 420 

33 ggaatatata atactactta ggtttaaata tatagtattt catatgatgc gaactgtttg 480 

34 gataagttta cgtggacaat atatatttga tacataatta ggaacatagt ttaatatttg 54 0 

35 atatttgttg ggaatatata attctactta cgcttaaata tttttatttg aattaaagca 600 

36 tttcatataa tgtgaactgt ttgaatatgt ttacatggac aatatatatt ggatacataa 660 

37 ttaggaacat agtttaatat ctgatatttg ttggaaatat ataatattag ttaagcttaa 720 

38 atatttttat ttgatataat atttgactta aacattttta tttgattaaa ctaaatttta 780 

39 acagatctta ccattaattt ttaacttgtt atctctatct aatgtcacgt atattgtttt 840 

40 ttagtaattg gcaacaaaat taatttatct cctgtttttt ttccttctca cctttataag 900 

41 ggtaaaatgg tcataaaatc agtaaaaaag gtggaaaagt gcccactccc tcaaaagtgt 960 

42 cataaacgtc caaactttct ccataaatgc cttattttgg aacattccat atagattata 1020 

43 acttattata ggttataact tattatagtt acgttaatta tatgaatttc tattagttat 1080 

44 cacacaatca aatattttaa tcacaaaaat ttattaaaca ttttatatgt ggtagtataa 1140 

45 tgcaataaca tattatatgt ggtggcataa tgcaacaaca tattatttgt ctacgaatct 1200 

46 cctttatttt tcgtttatgt aacaacagta aaacggattg tttagcttga tattctatat 1260 

47 tataataatc taaagttatt tttgtaaatt attttttttc caaattggat aaccaatcat 1320 

48 agagttggta tttttttttt ttgttaaaat atatatatac tgaatatcga gttattgtgc 1380 

49 atgacaattt atatggcgga cgagtttaaa tcgacattaa taacaattaa aatattatta 1440 

50 atctaatact taaatactgg ttaaatcacc aatttattat tcttaatacc acatattaaa 1500 

51 catatctaat ctttactgat tcaataaaga ttgtgtgaaa caaaagttgt cttgcaaaga 1560 

52 attaatattg tacatagatt ttgttctggt agctagtact aaaatccatt aataaaacta 1620 
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53 atacggtatc tttattgatc atgtaacatg aattattcat gtatatacaa ttgaccctat 1680 

54 taattttgca taaatttcaa cttggcaaat tcattgattt tgtaaaccgt taattctgct 1740 

55 aatttcacaa ttctcttgta cgctaaaaat ttatgcgtat tatcgtattg atatgcaaat 1800 

56 atcgaagaat ttatagtttt atatagtaga aatgaaggta tttgcaaaac gagttctaac 1860 

57 gtgaaataac actaattaat taattagagt ttgaacctac agagattcga cttgatccac 1920 

58 ttgaaaaatt catttactct actaatttgg ttactccatg gaccatgatt atgctattct 1980 

59 gtaggactct aacaactgac ttgacacaat ctctttcgtg aacaataatg ggttatattt 2040 

60 ttttgttttg ttttttcgga caaattagcc acgttgcttt agaccatttt gtagttctta 2100 

61 tcttgaatca aagtctcagc taaaaaaaaa aaaaaaacgc ttaaatccac tagctagact 2160 

62 acgactacgt tggttaaatg ttttttttta aatacaatac attgaagtta aatatttgaa 2220 

63 taaagaaaat ctaatcagca tgtatacagt atattagaag taatacttga tcagaaaaat 2280 

64 aacatacaat aataaaataa taaaaaaatt atgttagttt ttgggaatat tataattcta 2340 

65 ctttcaatca aaataactaa aagaaataaa atcttcacac atagtggtaa taattggcta 2400 

66 gtatgaatat tgaattgtgg agacccggca taatatttga ctaggcagaa attattgata 2460 

67 tgtactaagt taataacctt gcaaagaaat tcttttagtg aaacgtgtac atttgtaaaa 2520 

68 acagatttaa cactaaatct tgacttgtat atactattaa ttattccttt tctcttattg 2580 

69 gtatgtcaaa tctagtgttt acaaaaccag aggtgttgac cgttagagag agaattaaac 2640 

70 aacttacata catacaaaac ataacccaaa aaaataataa taatgcatct tccataataa 2700 

71 taataatatg aattcaacat tagcattcat ttcattaccc aaatccgaaa tttcattgat 2760 

72 taaaattaat acaattgtat tgtagaaaag ctaaaagctt acgtaaatgc caaagatagt 2820 

73 caaaaccctg caatgacaaa gttgccaaaa tcttgaagag tttggtccac aaaatttaag 2880 

74 gttcttgttt ttccactcta tttataggca aagagatgag acagagaaga ttaaattact 2940 

75 tcttaacaaa ggttgttttc actcaaccac atgcattctc aagtgtctgc tcctcacatt 3000 

76 ccccaagatt cccatttact cacttctcta tttggtacgt aagtcacaca atatgattct 3060 

77 aaattatttt acacattatt cgttttgttc acacttgctt tcgactttcg taaacctata 3120 

78 tagttcatcc aatattattc ggtaaattcg atatttatca atctttattc tcgtaggtta 3180 

79 aaggagacga ttgatacgtg ggatctactt acgtatctgc atgattatta gttataaaag 3240 

80 ttattgcaaa cattaaatta ctttcataga gagcaatcat tatattaagg taatttaatt 3300 

81 ttattatata tagtcaagat ttaaaggaat aaagaaaaga ttctcaaaac atttcatctc 3360 

82 tctccaacaa ctattcacca cattcaatg 3389 

85 <210> SEQ ID NO: 2 

86 <211> LENGTH: 912 

87 <212> TYPE: DNA 

88 <213> ORGANISM: Arabidopsis thaliana 

90 <400> SEQUENCE: 2 

91 atggagtcac caccactata cgagatatcc tcaagctctt cttctgaaaa acctagacac 60 

92 catttccaat cccttgatct cttccctaac ctcaaccaaa actcttgtat caacaatacc 120 

93 ctaattgagc ctttaccgct tattgatcgc ataaacttga actcaaacct agacctaaac 180 

94 cctaatccct tgtatgcgga agaaggagag caagaggagg aagaagaaga agaagaagac 240 

95 cgtgaagtgg acgtggactt acacatcggc cttcctggtt ttggtaaacc aagcaatgat 300 

96 gctaaacagc tgaagaagag aaatgggaag gagatcgcca catatgacgc cggaaaaggc 360 

97 atcgagaatg aactttccgg aaaggcatac tggatcccgg cgccggagca aattctcata 420 

98 gggttcactc atttttcttg ccatgtatgc ttcaagacat tcaatcgcta caacaatctt 480 

99 cagatgcaca tgtggggaca tggttcacaa tacaggaaag gaccggagtc actgaaaggc 540 

100 acacagccac gagccatgtt agggatccct tgttactgct gcgttgaagg gtgcaggaac 600 

101 cacattgacc atcctcgttc caagccactg aaagacttta ggacgctcca aacgcactac 660 

102 aaacgcaaac acggacacaa acccttctcg tgtcgccttt gcggtaagct tttggctgtc 720 

103 aagggcgatt ggcgaacaca tgagaagaat tgtggaaaac gttgggtttg cgtttgcggt 780 

104 tctgatttta aacacaaacg ttctcttaag gaccatgtta aggcgtttgg gtctggtcat 840 
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RAW SEQUENCE LISTING DATE: 02/16/2002 

PATENT APPLICATION: US/10/030,386 TIME: 14:58:00 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\02152002\J030386.raw 

10 5 gggccttatc caactggttt gtttgaagag caggcttcta attcatctgt ctccgagact 900 
106 ttgttttttt aa 912 

109 <210> SEQ ID NO: 3 

110 <211> LENGTH: 303 

111 <212> TYPE: PRT 

112 <213> ORGANISM: Arabidopsis thaliana 
114 <400> SEQUENCE: 3 
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174 <210> SEQ ID NO: 4 

175 <211> LENGTH: 1816 

176 <212> TYPE: DNA 

177 <213> ORGANISM: Arabidopsis thaliana 
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RAW SEQUENCE LISTING DATE: 02/16/2002 

PATENT APPLICATION: US/10/030,386 TIME: 14:58:00 

Input Set : A:\Pto.amc 

Output Set: Ni\CRF3\02152002\J030386.raw 

179 <400> SEQUENCE: 4 

180 atggagtcac caccactata cgagatatcc tcaagctctt cttctgaaaa acctagacac 60 

181 catttccaat cccttgatct cttccctaac ctcaaccaaa actcttgtat caacaatacc 120 

182 ctaattgagc ctttaccgct tattgatcgc ataaacttga actcaaacct agacctaaac 180 

183 cctaatccct tgtatgcgga agaaggagag caagaggagg aagaagaaga agaagaagaic 240 

184 cgtgaagtgg acgtggactt acacatcggc cttcctggtt ttggtaaacc aagcaatgat 300 

185 gctaaacagc tgaagaagag aaatgggaag gagatcgcca catatgacgc cggaaaaggc 360 

186 atcgagaatg aactttccgg aaaggcatac tggatcccgg cgccggagca aattctcata 420 

187 gggttcactc atttttcttg ccatgtatgc ttcaagacat tcaatcgcta caacaatctt 480 

188 caggtacgag tcaatatatc tcatgcgcat tgcttttcca tgcacaaaca tatataataa 540 

189 attcatctta tagagttata tctccggatc taatgttatg agtttattca tatctatata 600 

190 tatacatata tatatatata tatatatata tatatatata attctgaatt tatttgataa 660 

191 aagctaaaca accaggattt aatagatgat ttacctttgg atcttattat acaatttaca 720 

192 aatttaatca agtcaactaa tcgtgattta attacttttt tttgtaagaa gagttggtaa 780 

193 tatatatttt tatggtaatg ttttcatgaa aataattcat cacaactctt tacatttatt 840 

194 taatgcctta actaaagctg aattcgaaaa agttgaaata aattatctac taagatttga 900 

195 ttgactatag tttttaatag ttttcttttc tcatatatat attatcatag tagtcaaaac 960 

196 atttgattca aacttaaata cacagatttc ttgaatgaaa cattactatg ctcggtcaat 1020 

197 aatatgattt taaggaacca tgttatttca ttttattact taaggaaacc tttttgtttt 1080 

198 ttgttgactc taaatattat gaatatagat gcacatgtgg ggacatggtt cacaatacag 1140 

199 gaaaggaccg gagtcactga aaggcacaca gccacgagcc atgttaggga tcccttgtta 1200 

200 ctgctgcgtt gaagggtgca ggaaccacat tgaccatcct cgttccaagc cactgaaaga 1260 

201 ctttaggacg ctccaaacgc actacaaacg caaacacgga cacaaaccct tctcgtgtcg 1320 

202 cctttgcggt aagcttttgg ctgtcaaggg cgattggcga acacatgaga agaattgtgg 1380 

203 aaaacgttgg gtttgcgttt gcggttctga ttttaaacac aaacgttctc ttaaggacca 1440 

204 tgttaaggcg tttgggtctg gtcatgggcc ttatccaact ggtttgtttg aagagcaggc 1500 

205 ttctaattca tctgtctccg agactttgtt tttttaaatt tgggcatctt tttctttcgc 1560 

206 ttatgaaata tctatttact ttagaaaaat aataatgtgg tatctaattg ttccaaatta 1620 

207 ggaacacgaa gtgtaccatt atatttttca tcactacaaa tgttattcag agaaaattat 1680 

208 cattaattgt ctcgttaaag atagaatagg gtttgaattt atcaaatatt aaaaacagat 1740 

209 caatacaaaa ttgaccatgc atatgcactt gaatattctg atttctttat gatgtaatct 1800 

210 cattcaagaa aagctt 1816 
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VERIFICATION SUMMARY DATE: 02/16/2002 

PATENT APPLICATION: US/IO/030, 386 TIME: 14:58:01 

Input Set : A:\Pto.amc 

Output Set: N:\CRF3\02152002\J030386.raw 

L:10 M:270 C: Current Application Number differs. Replaced Current Application Number 

L:ll M:283 W: Missing Blank Line separator, <140> field identifier 

L:ll M:270 C: Current Application Number differs, Replaced Current Application Number 

L:13 M:271 C: Current Piling Date differs. Replaced Current Filing Date 
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